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Fig 2B. 
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Figure 3A 
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Figure 3B 
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Figure 3C 

Antibody Titer for sAg cluster 
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Figure 4A 
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Figure 5A 
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Figure 5B 
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Figure 6A 
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Figure 6B 
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Figure 7 
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Figure 8 
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Figure 9 
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Figure 10 
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Figure 11 
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Figure 12 



ggcgtaatgrtctgccagtgttaraaccaattaaccaatt^ 

atcaggattatcaataccatattmgaaaaagccgmctgtaa^ 

atctfggtatcggtctgcgattccgactcgtccaacatcaatacaacctato^ 

aatcaccatgagtgacgactgaatccggtgagaatggcaaaagcttatgrattta^ 

gctcgtcatcaaaatractcgcatcaaccaaacxgttattcattcgtg^ 

aaggacaattacaaacaggaatcgaatgcaaccggcgcaggaacactgccagcgcatcaacaatatmc^cxtgaatcagga 
tattcttctaatacrtggaatgctgMcccggggatcgragtggt^^ 

ggtcggaagaggcataaattccgtcagccagttlagtclgaccatctcatctgtaacatcattggcaacgcta 

aaacaartctggcgcatc^ggcttcccatacaatc^atagattgtcgrac^ 

tataaatragcatcratgttggaatttaatcgcggcctcgagcaaga 

tttatgtaagcagacaggtcgacaatattggctattggccattgcatacgttgtatctate^ 

caatatgaccgccatgttgacattgattattgactegttattaatagtaatcaattacggg 

cgcgttacataacttac^gtaaatggcccgcctggctgaccgcccaacgacccccgc^ 

catagtaacgccaatagggactttccattgacgtcaatgggtggagtatttacggtaaart^ 

catatgccaagtccgccccctattgac^tcaatgacggtaaatggcccgcctggcattatgcccagtac^tga 

ctacttggcagtacatctac^tattagtcatcgctattaccatgg^ 

actcacggggatttccaagtctccaccccattgac^tcaatgggagttte 

aataaa^x^ccccgttgacgc^aatgggcggtaggcgtgtacggtgggaggtctatataagcagagctcg 

agatcgcctggagacgccatcc^cgctgttttgaccto^tagaagacaccgggaccgatccagcctccg^ 

gcattggaac^cggattccccgtgccaagagtgactcaccgtc^ 

gcttox^gtcaagactccagggatttgagggacgctgtgggctcrt^ 

aggtcaggatcccagagtcaggggtctgtatfficctgctggtggctccagtt^ 

acatctcgtcaatctccgcgaggactggggaccctgtgacgaacatggcte^ 

aagatggggttattccctaaacttratgggttacgtaattggaagttgggggaratt^ 

ractgttttagaaaacttcctgtaaacaggcctattgattggaaagtatgtraaag 

acaatgtggatatc^gc^ttaatgcx^gtatgcatgtatacaagctaaacaggctttcactttctcgccaacto 

gtaaacagtacatgaaa^cca^ttgctcggcaacggcctggt^ 

gcttggccataggccatcagc^catgcgtggaacx^gtggrtctf^ 

gcaga^gtctggagcaaagctcataggaactgacaattctgtcgtate^ 

mccctctgccaaaaattatggggacatcatgaagccccttgagcatctgacttctggctaataaaggaaatttatmra 

tgtgttggaatttfflgtgtctctcacrtcggaaggaattctgcatta^^ 

cgctcttcc^cttcctcgctcatfgactcgct^ 

ggttatccacagaatcaggggataacgcaggaaagaacatgtgagcaaaaggccagcaaaaggccaggaaccgtaaaaag 

gccg(^ttgc^gg(^tttttccataggctccgcxcccctgacgagc»tcacaaaaatcga 

cgacaggactataaagataccaggc^tttcxccctggaagctccctcgtgcgctctcctgttc^ 

gtccgcctttctcccttcgggaagcgtggcgctttctcate^ 

ggctgtgtgcacgaaccccccgttcagcccgaccgctgc^rc^ 

cttatcgccactggcagcagccartggtaacaggattagcagagc^aggtatgtaggcggtgctacag 

ctaactacggctacactagaagaacagtamggtatctgc^ctctgctgaagcc^gttarc^ 

atcc^gcaaacaaaccacxgctggtagcggtggttttmgmg 

gatcctttgatcttttctacggggtctgacgctcagtggaacgaaaact^ 

cttcacctagatccttttaaattaaaaatgaagttttaaatcaatctaa^^ 

tcagtgaggcacctatctcagcgatctgtctatttcgttcatccatagttgcctgactc 



WO 2005/035779 



20/50 



PCT/US2004/033391 



Figure 13 

Flowchart Derivitization of Plasmids PJV7563 
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Figure 14 <i)-(viii) 
Feature Maps of Key Plasmids in Construction of pPJV7563 
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Figure 15 

Flowchart Derivation of Plasmids WRG7074 and WRG7128 
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Figure 18 

Sequence of p55 gag insert in pGagOptrpr2 

5 

ATGGGTGCCCGAGCTTCGGTACTGTCTGGTGGAGAGCTGGACAGATGGGAGAAAATTAGGCT 
GCGCCCGGGAGGC?^AAAAGAAATACAAGCTCAAGCATATCGTGTGGGCCTCGAGGGAGCTTG 
AACGGTTTGCCGTGAACCCAGGCCTGCTGGAAACATCTGAGGGATGTCGCCAGATCCTGGGG 
CAATTGCAGCCATCCCTCCAGACCGGGAGTGAAGAGCTGAGGTCCTTGTATAACACAGTGGC 
1 0 TACCCTCTACTGCGTACACCAGAGGATCGAGATTAAGGATACG^GGAGGCCTTGGACAAAA 
TTGAGGAGGAGC^AAACAAGAGCAAGAAGAAGGCCCAGCAGGC^ 
AGCAACCAGGTATCACAGAACTATCCTATTGTCC^ 

GGCCATCAGCCCCCGGACGCTCAATGCCTGGGTGAAGGTTGTCGAAGAGAAGGCCTTTTCTC 
CTGAGGTTATCCCCATGTTCTCCGCTTTGAGTGAGGGGGCCACTCCTCAGGACCTCAATACA 

1 5 ATGCTTAATACCGTGGGCGGCCATCAGGCCGCCATGCAAATGTTGAAGGAGACTATCAACGA 
GGAGGCAGCCGAGTGGGACAGAGTGCATCCCGTCCACGCTGGCCCAATCGCGCCCGGACAGA 
TGCGGGAGCCTCGCGGCTCTGACATTGCCGGCACCACCTCTACACTGCAAGAGCAAATCGGA 
TGGATGACCAAG^TCCTCCCATCCCAGTTGGAGAAATCTATAAACGGTGGATCIATTCTCGG 
TCTCAATAAAATTGTTAGAATGTACT CTC CGACAT C CATCCTTGACATTAGACAGGGAC CCA 

20 AAGAGCCTTTTAGGGATTACGTCGACCGGTTTTATAAGACCCTGCGAGCAGAGCAGGCCTCT 
CAGGAGGTCAAAAACTGGATGACGGAGACACTCCTGGTACAGAACGCTAACCCCGACTGCAA 
AACAATCTTGAAGGCACTAGGCCCGGCTGCC^CCCTGGAAGAGATGATGACCGCCTGTCAGG 
GAGTAGGCGGACCCGGACACAAAGCCAGAGTGTTGGCCGAAGCCATGAGCCAGGTGACGAAC 
TCCGCAACCATCATGATGCAGAGAGGGAACTTC 

25 CAATTGCGGCAAGGAGGGTCATACCGCCCGCAACTGTCGGGCCCCTAGGAAGAAAGGGTGTT 
GKSAAGTGCGGGAAGGAGGGA(^CCAGATGAAAG 

GGAAAGATTTGGCCGAGCTACAAGGGGAGACCTGGTAATTTCCTGCAAAGCAGGCCCGAGCC 
CACCGCCCCCCCTGAGGAATCCTTCAGGTCCGGAGTGGAGACCACAACGCCTCCCCAAAAAC 
AGGAACCAATCGACAAGGAGCTGTACCCTTTAACTTCTCTGCGTTCTCTCTTTGGCi^ACGAC 
30 CCGTCGTCTCAATAA 

MGARASVLSG GELDRWEKIR LRPGGKKKYK LKHIVWASRE LERFAVNPGL 
LETSEGCRQI LGQLQPSLQT GSEELRSLYN TVATLYCVHQ RIEIKDTKEA 
LDKIEEEQNK SKKKAQQAAA DTGHSNQVSQ NYPIVQNIQG QMVHQAISPR 

35 TLNAWVKWE EKAFSPEVIP MFSALSEGAT PQDLNTMLNT VGGHQAAMQM 
LKETINEEAA EWDRVHPVHA GPIAPGQMRE PRGSD I AGTT STLQEQIGWM 
TNNPPIPVGE IYKRWIILGL NKIVRMYSPT SILDIRQGPK EPFRDYVDRF 
YKTLRAEQAS QEVKNWMTET LLVQNANPDC KT I LKALGP A ATLEEMMTAC 
QGVGGPGHKA RVLAEAMSQV TNSATIMMQR GNFRNQRKIV KCFNCGKEGH 

40 TARNCRAPRK KGCWKCGKEG HQMKD 
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CTERQ ANFLGKIWPS YKGRPGNFLQ 

SRPEPTAPPE ESFRSGVETT TPPQKQEPID KELYPLTSLR SLFGNDPSSQ 
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Figure 19 

Sequence of the pl7/24trNEF insert in pl7/24trNEFl 

1 0 ATGGGTGCGAGAGCGTCAGTATTAAGCGGGGGAGAATTAGATCGATGGGAAAftAATTCGGTT 
AAGGCCAGGGGGAAAGAAAAAATATAAATTAAAACATATAGTATGGGCAAGC^ 
AACGATTCGCAGTTAATCCTGGCCTGTTAGAAACATCAGAAGGCTGTAGACAAATACTGGGA 
CAGCTACAACCATCCCTTCAGACAGGATCAGAAGAACTTAGATCATTATATAATAC^ 
AACCCTCTATTGTGTGCATCAAAGGATAGAGATAAAAGACACCAAGGAAGCTTTAGAC^ 

1 5 TAGAGGAAGAGCTVAAAGAAAAGTAAGAAAAAAGC^ 

AGCAAT CAGGT CAGC CAAAATTAC C CTATAGTGCAGAAC AT C C AGGGGCAAATGGTACAT CA 
GGCCATATCACCTAGAACTTTAAATGCATGGGTAAAAGTAGTAGAAGAGAAGGCTTTCAGCC 
CAGAAGTGAT AC CCATGTTTT CAG CATT AT CAGAAGGAGC CAC C C CACAAGAT TT AAACAC C 
ATGCTAAACACAGTGGGGGGACATGAAGCAGCCATGCAAATGTTAAAA 

20 GGAAGCTGGAGAATGGGATAGAGTGCATCCAGTGCATGC^^ 

TGAGAGAAC CAAGGGGAAGTGAC AT AG CAGGAACT ACTAGTAC C CTT CAGGAACAAATAGGA 
TGGATGACAAATAATCCACCTATCCCAGTAGGAGAAATTTATAAAAGATGGATAATCCTGGG 
ATTAAATAAAATAGTAAGAATGTATAGCCCTACCT^GCATTCTGGACATAAGACAAGGACCA^ 
AAGAACCCTTTAGAGACTATGTAGACCGGTTCTATAAAACTCTAAGAGCCGAGCAAGCTTCA 

25 CAGGAGGTAAAAAATTGGATGACAGAAACCTTGTTGGTCCAAAAT^ 

GACTATTTTAAAAGGATTGGGACCAGCGGCTACACTAGAAGAAATGATGAC^ 
GAGTAGGAGGACCCGGCCATAAGGCAAGAGTTTTGGTGGGTTTTCCAGTCACACCTCAGGTA 
CCTTTAAGACCAATGACTTACAAGGCAGCTGTAGATCTTAGCCACTTTTTAAAAGAAAAGGG 
GGGACTGGAAGGGCTAATTCACTCCCAAAGAAGACAAGATATCCTTGATCTGTGGATCTACC 

30 ACACACAAGGCTACTTCCCTGATTGGCAGAACTACACACCAGGGC 

CTGACCTTTGGATGGTGCTACAAGCTAGTACCAGTTGAGCCAGATAAGGTAGAAGAGGCCAA 
TAAAGGAGAGAACACCAGCTTGTTACACCCTGTGAGCCTGCATGGGATGGATGACCCGGAGA 
GAGAAGTGTTAGAGTGGAGGTTTGACAGCCACCTAGCATTTCATCACGTGGCCCGAGAGCTG 
CATCCGGAGTACTTCAAGAACTGCTGA 

35 

MGARASVLSG GELDRWEKIR LRPGGKKKYK LKHIVWASRE LERFAVNPGL 
LETSEGCRQI LGQLQPSLQT GSEELRSLYN TVATLYCVHQ RIEIKDTKEA 
LDKIEEEQNK SKKKAQQAAA DTGHSNQVSQ NYPIVQNIQG QMVHQAISPR 
TLNAWVKWE EKAFSPEVIP MFSALSEGAT PQDLNTMLNT VGGHQAAMQM 
40 LKETINEEAA EWDRVHPVHA GPIAPGQMRE PRGSDIAGTT STLQEQIGWM 
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TNNPPIPVGE IYKRWIILGL 
NK 

IVRMYSPT SILDIRQGPK EPFRDYVDRF 

YKTLRAEQAS QEVKNWMTET LLVQNANPDC KTILKALGPA ATLEEMMTAC 
5 QGVGGPGHKA RVLVGFPVTP QVPLRPMTYK AAVDLSHFLK EKGGLEGLIH 
SQRRQDILDL WIYHTQGYFP DWQNYTPGPG VRYPLTFGWC YKLVPVEPDK 
VEEANKGENT SLLHPVSLHG MDD PERE VLE • WRFDSHLAFH HVARELHPEY 
FKNC* 



10 

Figure 20 

Sequence of the pl7/24opt/trNef insert in pl7/24opt/trNef 1 

ATGGGTGCCCGAGCTTCGGTACTGTCTGGTGGAGAGCTGGACAGATGGGAGAAAATTAGGCT 

15 GCGCCCGGGAGGCAAAAA.GAAATACAAGCTCAAGCATATCGTGTGGGCCTCGAGGGAGCTTG 
AACGGTTTGCCGTGAACCCAGGCCTGCTGGAAACATCTGAGGGATGTCGCCAGATCCTGGGG 
CAATTGCAGCCATCCCTCCAGACCGGGAGTGAAGAGCTGAGGTCCTTGTATAACACAGTGGC 
-. TACCCTCTACTGCGTACACCAGAGGATCGAGATTAAGGATACCAAGGAGGCCTTGGACAAAA 
TTGAGGAGGAGGAAA&CAAGAGCAAGAAGAAGGCCCAGCAGGCAGCTC 

20 AGCAACCAGGTATCACAGAACTATCCTATTGTCCAAAACATTCAGGGCCAGATGGTTCATCA 
GGCCATCAGCCCCCGGACGCTCAATGCCTGGGTGAAGGTTGTCGAAGAGAAGGCCTTTTCTC 
CTGAGGTTATCCCCATGTTCTCCGCTTTGAGTGAGGGGGCCACTCCTCAGGACCTCAATACA 
ATGCTTAATACCGTGGGCGGCCATCAGGCCGCCATGCAAATGTTGAAGGAGACTATCAACGA 
GGAGGCAGCCGAGTGGGACAGAGTGCATCCCGTCCACGCTGGCCCAATCGCGCCCGGACAGA 

25 TGCGGGAGCCTCGCGGCTCTGACATTGCCGGCACCACCTCTACACTGCAAGAGCAAATCGGA 
TGGATGACCAACAATCCTCCCATCCCAGTTGGAGAAATCTATAAACGGTGGATCATTCTCGG 
TCTCAATAAAATTGTTAGAATGTACTCTCCGACATCCATCCTTGACATTAGACAGGGACCCA 
AAGAGCCTTTTAGGGATTACGTCGACCGGTTTTATAAGACCCTGCGAGCAGAGCAGGCCTCT 
CAGGAGGTCAAAAACTGGATGACGGAGACACTCCTGGTACAGAACGCTAACCCCGACTGCAA 

30 AACAATCTTGAAGGCACTAGGCCCGGCTGCCACCCTGGAAGAGATGATGACCGCCTGTCAGG 
GAGTAGGCGGACCCGGACACAAAGCCAGAGTGTTGATGGTGGGTTTTCCAGTCACACCTCAG 
GTACCTTTAAGACCAATGACTTACAAGGCAGCTGTAGATCTTAGCCACTTTTTAAAAGAAAA 
GGGGGGACTGGAAGGGCTAATTCACTCCCAAAGAAGACAAGATATCCTTGATCTGTGGATCT 
ACCACACACAAGGCTACTTCCCTGATTGGCAGAACTACACACCAGGGCCAGGGGTCAGATAT 

35 CCACTGACCTTTGGATGGTGCTACAAGCTAGTACCAGTTGAGCCAGATAAGGTAGAAGAGGC 
CAATAAAGGAGAGAACACCAGCTTGTTACACCCTGTGAGCCTGCATGGGATGGATGACCCGG 
AGAGAGAAGTGTTAGAGTGGAGGTTTGACAGCCACCTAGCATTTCATCACGTGGCCCGAGAG 
CTGCATCCGGAGTACTTCAAGAACTGCTGA 

40 MGARASVLSG GELDRWEKIR LRPGGKKKYK LKHIVWASRE LERFAVNPGL 
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Figure 21 
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Sequence of RT insert of p7077-RT3: 

ATGGGCCCCATCAGTCCCATCGAGACCGTGCCGGTGAAGCTGAAACCCGGGATGGACGGCCC 
CAAGGT CAAGCAGTGGC CACT CAC CGAGGAGAAGAT CAAGGCCCTGGTGGAGATCTGCAC CG 
5 AGATGGAGAAAGAGGGGAAGATCAGCAAGATCGGGCCTGAGAACC 

TTTGCCATCAAGAAGAAGGACAGCACCAAGTGGCGC^^GCTGGTGGATTTCCGGGAGCTGA^ 
TAAGCGGACCCAGGATTTCTGGGAGGTCCAGCTGGGCATCCCCCATCCGGCCGGCCTGAAGA 
AGAAGAAGAGCGTGACCGTGCTGGACGTGGGCGACGCTTACTTCAGCGTCCCTCTGGACGAG 
GACTTTAGAAAGTACACCGCCTTTACCATCCCATCTATGAACAACGAGACCCCTGGCATCAG 
10 ATATCAGTACAACGTCCTCCCCCAGGGCTGGAAGGGCTCTCCCGCCATTTTCCAGAGCTCCA 
TGAC CAAGATC CTGGAGCCGTTTCGGAAGCAGAAC CCCGATATCGTCATCTACCAGTACATG 
GACGACCTGTACGTGGGCTCTGACCTGGAAATCGGGCAGCATCGCACGAAGATTGAGGAGCT 
GAGGCAGCATCTGCTGAGATGGGGCCT 
GACCAC 

1 5 TCCGGACAAGAAGCATCAGAAGGAGCCGCCATTCCTGTGGATGGGCTACGAGCTCCATCCCG 
ACAAGTGGACCGTGCAGCCTATCGTCCTCCCCGAGAAGGACAGCTGGACCGTGAAC 
GACATCC^GAAGCTGGTGGGCAAGCTG^ 

GCGCCAGCTCTGCAAGCTGCTGCGCGGCACCAAGGCCCTGACCGAGGTGATTCCCCTCACGG 
AGGAAGCCGAGCTCGAGCTGGCTGAGAACCGGGAGATCCTGAAGGAGCCCGTGCACGGCGTG 

20 TACTATGACCCCTCCAAGGACCTGATCGCCGAAATCCAGAAGCAGGGCCAGGGGCAGTGGAC 
ATACCAGATTTACCAGGAGCCTTTCAAGAACCTCAAGACCGGCAAGTACGCCGGCATGAGGG 
GCGCCCACACCAACGATGTCAAGCAGCTGACCGAGGCCGT C CAGAAGATCACGACCGAGTC C 
ATCGTGATCTGGGGGAAGACACCCAAGTTCAAGCTGCCTATCCAGAAGGAGACCTGGGAGAC 
GTGGTGGACCGAATATTGGCAGGCG^CCTGGATTCCCGAGTGGGAGTTCGTGAATACACCTC 

25 CTCTGGTGAAGCTGTGGTACCAGCTCGAGAAGGAGCCCATCGTGGGCGCGGAGACATTCTAC 
GTGGACGGCGCGGCG?^CCGCGAAACAAAGCTCGGGAAGGCCGGGTACGTCACCAACCGGGG 
CCGCCAGAAGGTCGTCACCCTGACCGACACC^CCAACCAGAAGACGGAGCTGCAGGCC^ 
ATCTCGCTCTCCAGGACTCCGGCCTGGAGGTGAACATCGTGACGGACAGCCAGTACGCGCTG 
GGCATTATTCAGGCCCAGCCGGACCAGTCCGAGAGCGAACTGGTGAACCAGATTATCGAGCA 

30 GCTGATCAAGAAAGAGAAGGTCTACCTCGCCTGGGTCCCGGCCCATAAGGGCATTGGCGGCA 
ACGAGCAGGTCGACAAGCTGGTGAGTGCGGGGATTAGAAAGGTGCTGTAA 

MGPISPIETV SVKLKPGMDG PKVKQWPLTE EKIKALVEIC TEMEKEGKIS 
KIGPENPYNT PVFAI KKKDS TKWRKLVDFR ELNKRTQDFW EVQLGIPHPA 

35 GLKKKKSVTV LDVGDAYFSV PLDEDFRKYT AFTIPSINNE TPGIRYQYNV 
LPQGWKGSPA IFQSSMTKIL EPFRKQNPDI VIYQYMDDLY VGSDLEIGQH 
RTKIEELRQH LLRWGLTTPD KKHQKEPPFL WMGYELHPDK WTVQPIVLPE 
KDSWTVNDIQ KLVGKLNWAS QIYPGIKVRQ LCKLLRGTKA LTEVIPLTEE 
AELELAENRE I LKE PVHGVY YDPSKDLIAE IQKQGQGQWT YQIYQEPFKN 

40 LKTGKYARMR GAHTNDVKQL TEAVQKITTE SIVIWGKTPK FKLPI"QKETW 
ETWWTEYWQA TWIPEWEFVN TPPLVKLWYQ LEKEPIVGAE TFYVDGAANR 
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Figure 22 

Sequence of the coding insert in p73i-RT3: 

ATGGGCCCCATCAGTCCCATCGAGACCGTGCCGGTGAAGCTGAAACCCGGGATGGACGGCCC 
10 CAA.GGTCAAGCAGTGGCCACT 

AGATGGAGAAAGAGGKSCAAGATCAGGAAGATCC^ 

TTTGCCATGAAGAAGAAGGACAGCACCAAGTGGCG^ 

TAAGCGGACCC^GGATTTCTGGGAGGTCCAGCT 

AGAAGAAGAGCGTGACCGTGCTGGACGTGGGCGACGCTTACTTCAGCGTCCCTCTGGACGAG 
1 5 GACTTTAGAAAGTAGACCGCCTTTACCATCCC^ 

ATATCAGTACAACGTCCTCCCCCAGGGCTGGAAGGGCTCTCCCGCCATTTTCCAGAGCTC<^ 
TGACCT^GATCCTGGAGCCGTTTCGGAAGCAGAACCCCGATATCGTCATCTACCAGTACATG 
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GACGACCTGTACGTGGGCTCTGACCTGGAAATCGGGCAGCATCGCA.CGAAGATTGAGGAGCT 
GAGGCAGCATCTGCTGAGATGGGGCCTGACCACTCCGGACAAGAAGCATCAGAAGGAGCCGC 
CATTCCTGTGGATGGGCTACGAGCTCCATCCCGACAAGTGGACCGTGCAGCCTATCGTCCTC 
CCCGAGAAGGACAGCTGGACCGTGAACGACATCCAGAAGCTGGTGGGCAAGCTCAACTGGGC 
5 TAGCCAGATCTATCCCGGGATCAAGGTGCGCCAGCTCTGCAAGCTGCTGCGCGGCACCAAGG 
CCCTGACCGAGGTGATTCCCCTCACGGAGGAAGCCGAGCTCGAGCTGGCTGAGAACCGGGAG 
ATCCTGAAGGAGCCCGTGCACG 

GCGTGTACTATGACCCCTCCAAGGACCTGATCGCCGAAATCCAGAAGCAGGGCCAGGGGCAG 
TGGAC^TACCAGATTTACCAGGAGCCTTTCAAGA^ 

1 0 GAGGGGCGCCCACACCAACGATGTCAAGCAGCT 

AGTCCATCGTGATCTGGGGGAAGAC^CCCiuVGTTGAAGCTGCCTATCCAGAAGGAGACCTGG 
GAGACGTGGTGGACCGAATATTGGCAGGCCACCTGGATT C CCGAGTGGGAGTTCGTGAATAC 
ACCTCCTCTGGTGAAGCTGTGGTACCAGCTCGAGAAGGAGCCCATCGTGGGCGCGGAGACAT 
TCTACGTGGACGGCGCGGCCAACCGCGAAACAAAGCTCGGGAA 

1 5 GGCCGGGTACGTCACCAACCGGGGCCGCCAGAAGGTCGTCACCCTGACCGAC^ 

AGAAGACGGAGCTGCAGGCCATCTATCTCGCTCTCCAGGACTCCGGCCTGGAGGTGAACATC 
GTGACGGACAGCCAGTACGCGCTGGGCATTATTCAGGCCCAGCCGGACCAGTCCGAGAGCGA 
ACTGGTGAACCAGATTATCGAGCAGCTGATCAAGAAAGAGAAGGTCTACCTCGCCTGGGTCC 
CGGCCCATAAGGGCATTGGCGGCAACGAGCAGGTCGACAAGCTGGTGAGTGCGGGGATTAGA 

20 AAGGTGCTGTAA 

MGPISPIETV SVKLKPGMDG PKVKQWPLTE EKIKALVEIC TEMEKEGKIS 
KIGPENPYNT PVFAI KKKDS TKWRKLVDFR ELNKRTQDFW EVQLGIPHPA 
GLKKKKSVTV LDVGDAYFSV PLDEDFRKYT AFTIPSINNE TPGIRYQYNV 

25 LPQGWKGSPA IFQSSMTKIL EPFRKQNPDI VIYQYMDDLY VGSDLEIGQH 
RTKIEELRQH LLRWGLTTPD KKHQKEPPFL WMGYELHPDK WTVQPIVLPE 
KDSWTVNDIQ KLVGKLNWAS QIYPGIKVRQ LCKLLRGTKA LTEVIPLTEE . 
AELELAENRE I LKE PVHGVY YDPSKDLIAE IQKQGQGQWT YQIYQEPFKN 
LKTGKYARMR GAHTNDVKQL TEAVQKITTE SIVIWGKTPK FKLPIQKETW 

30 ETWWTEYWQA TWIPEWEFVN TPPLVKLWYQ LEKEPIVGAE TFYVDGAANR 
ETKLGKAGYV TNRGRQKWT LTDTTNQKTE LQAIYLALQD SGLEVNIVTD 
SQYALGIIQA QPDQSESELV NQIIEQLIKK EKVYLAWVPA HKGIGGNEQV 
DKLVSAGIRK VL* 
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Figure 23 

CD8, Interferon Gamma ELISPOT Results, from Day 14 C57BI/6 Mice Vaccinated with Plasmid 

DNA Encoded with the HPV16 E7 Oncogene. 
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Figure 25 
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Figure 26 



Tumor Measurements In C57BI/6 Mice Injected with HPV16 Tumor Cells and 
Vaccinated with an HPV16 E6 DNA Plasmid 
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Figure 27 



Tumor Measurements in C57BI/6 Mice, TC-1 cell Re-Challenge Experiment, 

(TC-1#9) 




Figure 28 
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Figure 29 
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Figure 30 
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Figure 31 



5000 




P P/B 
ICP27 



P P/B 
ICP22 



P P/B 

ICPO 



P P/B 
ICP4 



Figure 32 



Immune responses in domestic pigs following cluster closings 
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Figure 33 



Comparison of "Cluster" with conventional "Pulse" immunisation 
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Figure 34 

Comparison of conventional "pulse" with "modified cluster immunisation 
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Figure 36 
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Figure 37 
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Figure 38 
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